CURRICULUM VITAE
William B. Whitman

Address:  Department of Microbiology
University of Georgia
Athens, Georgia 30602-2605

Phone: 706-542-4219
706-542-2674 (fax)
whitman@uga.edu (e-mail)

Education:

Bachelor of Science, 1973, from the Department of Biological Sciences, State University of New
York at Stony Brook.

Doctor of Philosophy, 1978, from the Department of Microbiology, University of Texas at
Austin. Advisor: F. Robert Tabita.

Postdoctoral work, Department of Microbiology, University of Illinois, 1978 - 1982. Advisor:
Ralph S. Wolfe.

Academic Positions:

Emeritus Professor of Microbiology, University of Georgia, 2019-present

Distinguished Research Professor of Microbiology, University of Georgia, 2011-2019

Head, Department of Microbiology, University of Georgia, 2006-2012

Professor of Microbiology, University of Georgia, 1993-present

Associate Professor of Microbiology, University of Georgia, 1988-1993

Assistant Professor of Microbiology, University of Georgia, 1982-1988

Graduate Faculty, University of Georgia, 1984-present

Joint appointed Department of Biochemistry, University of Georgia, 1986-present

Joint appointed Department of Marine Science, University of Georgia, 1993-present

Adjunct Professor of Key Laboratory of Development and Application of Rural Renewable
Energy, Chengdu China, 2018-2021

Membership in Professional Societies:

American Association for the Advancement of Science, 1975-present
American Society for Microbiology, 1975-present

Southeastern branch, American Society for Microbiology, 1982-present
American Society of Biological Chemistry, 1982-1995

American Academy of Microbiology, 1994- present

Bergey’s International Society for Microbial Systematics, 2010-present



Other Professional Service:

Secretary, ICSB Subcommittee on the taxonomy of methanogenic bacteria, 1986-2001

Advisory Board, N.I.H. Stable Isotope Resource at Los Alamos, 1988-1995

Editorial Board, Journal of Bacteriology, 1989-1994

Panel Member, NSF program in Cellular Biochemistry, 1992-1994

Associate Editor, International Journal of Systematic Bacteriology, 1995-2001

Co-chair (with A. Klein) of Gordon Research Conference on Archaea: Ecology, Metabolism and
Molecular Biology; Plymouth State, Colorado, 1996

Panel Member, DOE Energy Biosciences, 1998

Co-organizer (with D. Soll) of Keystone Symposium entitled Archaea: Bridging the Gap
Between Bacteria and Eukarya, Taos, New Mexico, 1999

Franklin College Outreach Program, 1995-2003

Panel Member, NSF program in Systematics, 2002

Chair, Division I (General Microbiology), American Society for Microbiology 2003

Co-organizer (with D.C. Coleman and C.Y. Chiu) International symposium on impacts of soil
biodiversity on biogeochemical processes in ecosystems. Taipei, Taiwan, 2004.

Panel Member, DOE program in Microbial Genomics, 2004

Advisory Committee, ATCC Bacteriology Program, 2004

Advisor, NRC meetings on Microbial Forensics, 2004

Co-organizer (with J. Leigh) ASM Symposium entitled Genes to proteins in Archaea, Boston,
2008

Panel Member, AAM Workshop, Large Scale Sequencing, Washington, DC, 2008.

Program review, Department of Microbiology, North Carolina State, May 2011

Panel Member, JGI Community Sequencing Program, August 2011

Panel Member, JGI Quarterly Call Community Sequencing Program, September 2012

Panel Member, JGI Quarterly Call Community Sequencing Program, January 2014

Panel Member, JGI Community Sequencing Program, June 2014

Panel Member, National Science Foundation, February 2015

Panel Member, JGI Community Sequencing Program, July 2015

Panel Member, JGI Community Sequencing Program, December 2015

Board, Bergey’s Manual Trust, 2006-present

Supervising Editor, Bergey’s Manual Trust, 2006-2019

Treasurer, Bergey’s International Society for Microbial Systematics, 2010-2020

Member, Scientific Advisory Board, Biodiversity Research Center at Academica Sinica, Taiwan,
2013-present.

Editor, Archaea, 2013-present

Treasurer, International Committee for Systematics of Prokaryotes, 2014-present

Outreach:

Judge, Georgia State High School Science Fair, 1995, 1998, 2000-2010, 2012-2013
Judge, Clarke County School Science Fair, 2002, 2004-2010, 2016
Judge, Barrow Elementary School Science Fair, 2007-2008

2



Franklin College Outreach Program, 1995-2002 (lectures on Microbiology in elementary
schools)
Microbiology demonstrations at local schools:
Chase Elementary School, 2003
Clarke County Middle School, 2003
UGA Day for Clarke County Schools, 2005
Whit Davis Elementary School, Spring and Fall, 2008, Fall 2009, 2015, 2017
Fowler Drive Elementary School, Fall 2009-2014
PAL programs at Fowler Drive and Chase Elementary School, 2016, 2017
Stroud Elementary School, Spring 2019

Honors:

National Research Service Award, NIH-PHS Postdoctoral Fellowship, February 1979

Presidential Young Investigator Award, June 1984

Achievement Award for New Scholars, 1985, Southern Conference of Graduate Schools

Fellow, 1995, American Academy of Microbiology

Bergey’s Award, Bergey’s Manual Trust, 2000

P.R. Edwards Award, Southeastern Branch of the American Society for Microbiology, 2000

Robert G. Eagon Award, Southeastern Branch of the American Society for Microbiology, 2004

Fellow, American Association for the Advancement of Science, 2006

USFCC/J.Roger Porter Award, American Society for Microbiology, 2010

Distinguished Research Professor, University of Georgia, 2011

Chinese Academy of Sciences Visiting Professorship for Senior International Scientists, Institute
of Microbiology, Laboratory of Xiuzhu Dong, 2013

Dissertations Directed: Ph.D., University of Georgia

Jer Song Shieh (1988) Carbon metabolism in methanococci.

Jonathan Ladapo (1990) Investigation of wild type and acetate auxotrophic mutants of
Methanococcus maripaludis.

RuYe Xing (1992) Branched-chain amino acid biosynthetic pathway of archaebacterium
Methanococcus spp.

Peter Godfrey Simpson (1993) Investigation of amino acid metabolism in Methanococcus voltae.

Timothy Bowen (1993) The development of a genetics system for Methanococcus.

Yu-Ling Yang (1994) Investigation of pyruvate oxidation regulation of Methanococcus.

Jyoti Keswani (1994) Use of molecular approaches for identification and classification of the
methane producing archaea, Methanococcus.

Debra Lynn Tumbula (1997) Development of genetic methods for Methanococcus maripaludis.

Jae-Pil Yu (1997) Investigation of autotrophy in Methanococcus maripaludis.

Warren Gardner (2000) Expression vectors for the methane-producing archaecon Methanococcus
maripaludis.

Michelle Furlong (2000) Bacterial communities in natural ecosystems: groundwater, soil, and
earthworm casts and burrows.



David Singleton (2002) Prokaryotic communities associated with the earthworm Lumbricus
rubellus and the agricultural soil it inhabits.

Winston Lin (2002) Investigation of the anabolic pyruvate oxidoreductase and the function of
PorEF in Methanococcus maripaludis.

Kamyar Farahi (2002) Investigation of the evolution of the aminoacyl-tRNA synthetases by the
ratios of evolutionary distance method.

Wonduck Kim (2003) Genetic studies of carbon dioxide fixation in the methane-producing
archaeon Methanococcus maripaludis.

Tiffany Major (2006) The role of the energy conserving hydrogenase B in autotrophy and the
characterization of sulfur metabolism in Methanococcus maripaludis

James Henriksen (2008) Physiology of DMSP metabolism in a model marine roseobacter,
Silicibacter pomeroyi.

Yuchen Liu (2010) Adaptations of Methanococcus maripaludis to its unique lifestyle.

Chris Reisch (2011) Metabolism of DMSP by Ruegeria pomeroyi.

Felipe Andres Sarmiento Boban (2013) Genome-wide survey of gene functionality for the
methanogenic archaecon Methanococcus maripaludis

Hannah Bullock (2016) Methylmercaptopropionate-CoA ligase and methythioacryloyl-CoA
hydratase from the dimethylsulfoniopropionate demethylation pathway

Feng Long (2017) Aspects of sulfur metabolism in methane-producing archaeon Methanococcus
maripaludis

Joseph Wirth (2019) Phylogenomics and the metabolism of sulfur compounds in the roseobacter

group

Current Doctoral Students:

Taiwo Akinyemi
Nana Shao
Tao Wang

Thesis Directed: M.S. University of Georgia

See Hyang Sohn (1985) The regulation of the incorporation of isoleucine, leucine and acetate in
Methanococcus voltae.

RuYe Xing (1988) Sulfometuron methyl sensitive and resistant acetolactate synthase of the
archaebacterium Methanococcus.

Yu-Ling Yang (1989) Pyruvate oxidation in Methanococcus species.

Brian Waters (2002) Investigation of 2-oxoacid oxidoreductases in Methanococcus maripaludis
and large scale growth of M. maripaludis.

Rima Upchurch (2006) Analyses and comparison of bacterial communities with different land
managements.

Shiyao Wang (2009) The diverse microbial community in Sapelo Island and study on the
pathway of DMSP degradation in marine bacteria.

Warren Crabb (2013) Metabolism of organosulfur compounds in Ruegeria pomeroyi DSS-3



Postdoctoral Research Associates:

Usha Premachandran (1985-1986) Indian Agricultural Institute, New Delhi
Neil Schauer (1985-1986) Virginia Polytechnical Institute

Mostafa Mesbah (1986-1988) University of Bradsford, England

Sang Ho Park (1992-1994) Montana State University

lain Anderson (1998-2000) University of Wisconsin, Madison

Iris Porat (2002-2009) Ben-Gurion University, Israel

Boguslaw Lupa (2005-2010) Jagiellonian University, Krakow, Poland
Kamlesh Jangid (2006-2011) University of Pune

Laura Beer (2011-2012) University of Arizona

Yixuan Zhu (2012-2013) University of Georgia

Xun Li (2012-2013) Nanjing Forestry University, China

Zhe Lv (2012- 2018) China Agricultural University

Qiuyuan Huang (2014-2017) Miami University (Ohio)

Hao Shi (2014-2016) Nanjing Forestry University, China

Visiting Colleagues:

Mostafa Mesbah (1989-1990) University of Assiut, Egypt

Vigdis Torsvik (1990-1991) University of Bergen, Norway

Terje Torsvik (1990-1991) University of Bergen, Norway

Karin Everett (2002)

Chih-Yu Chiu (2002) Academica Sinica, Taiwan

Suresh Korpole (2007-2008) Institute of Microbial Technology, Chandigarh, India
Siti Chaerun (2008-2009) Institute Technologi Bandung, Indonesia

Soon Dong Lee (2009-2010) Cheju National University, Jeju, Republic of Korea.
Murali Gopal (2010) Central Plantation Crops Research Institute, Kasaragod , India
Alka Gupta (2010) Central Plantation Crops Research Institute, Kasaragod , India
Sanjib Manna (2011) Central Inland Fisheries Research Institute (ICAR), Barrackpore, India
Mingguo Jiang (2011-2012) Guangxi University for Nationalities, China

Masood Siddiqui (2012) University of Balochistan, Quetta, Pakistan

Xun Li (2013) Nanjing Forestry University, China

Wang Liang Liang (2013) Nanjing Forestry University (doctoral student)

JinHua Wang (2014) Southwest Forestry University, Kumming

Yuehong Wu (2018) Second Institute of Oceanography, SOA, Hangzhou, China

Grants or Contracts:

National Science Foundation; Metabolic Biology Program; PCM-8214068; $120,000; 2/1/83-

2/1/87.

University of Georgia Research Grant Program; $8,105, 3/1/83-2/28/84.

National Science Foundation Presidential Young Investigator Award; Metabolic Biology
Program; PCM-8351355; $500,000 (with industrial matching funds); 7/1/84-6/31/89.
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University of Georgia Program in Biological Resources and Biotechnology (with Dr. Joseph
Frank, Department of Food Sciences); $47,000; 1/1/85-4/15/87.

National Science Foundation; Biosynthesis of branched-chain amino acids by methanogenic
bacteria. DCB-8904511; $120,000; 9/1/89-2/29/92.

Environmental Protection Agency; RITG Workshop; CR-816378-01-0; $20,000; 9/11/89-
9/10/90.

Environmental Protection Agency; Greenhouse Gases from the Taiga; AERL 9003; $149,792;
9/24/90-4/15/94; W. J. Payne, Co-PL.

National Science Foundation; Biosynthesis of branched-chain amino acids by methanogenic
bacteria; DCB-9103349; $210,000; 8/91-8/94.

Department of Energy; Biochemistry and genetics of autotrophy in Methanococcus; DEFGO09-
91ER20045; $216,000; 8/91-8/94.

Eisenhower Higher Education Grant: Teaching science in the middle grades with physical and
conceptual models: course and video development; E3-SA1; $5,872; 3/92-9/93. co-P.1.
with Shawn Glynn, Department of Education Psychology.

Eisenhower Higher Education Grant; Teaching science in the middle grades with physical and
conceptual models: E3-SBS5; $12,602; 8/92-9/94. co-P.1. with Shawn Glynn, Department
of Education Psychology.

National Science Foundation; Research and training group in prokaryotic diversity, P.I. with 22
co-PI's; BIR-9413235; $2,030,780; 10/1/94-9/30/01.

Department of Energy; Biochemistry and genetics of autotrophy in Methanococcus; DEFGO09-
94ER20158; $248,000, 8/94-8/97.

Naval Medical Research Institute (Geo-Centers, Inc.); Growth of Methanobrevibacter smithi;
$10,464; 11/96-2/98.

Department of Energy; Biochemistry and genetics of autotrophy in Methanococcus; DEFGO09-
91ER20269; $264,000, 8/97-8/00.

Naval Medical Research Institute (H.M. Jackson Foundation); Growth of Methanobrevibacter
smithii; $36,000; 4/98-9/99.

Department of Energy; Biochemistry and genetics of autotrophy in Methanococcus; DEFGO09-
91ER20269; Renewed for $308,000, 8/00-8/03.

National Science Foundation; Microbial Observatories: prokaryotic diversity of a salt
marsh/estuarine complex at the Univerisityof Georgia Marine Institute, Sapelo Island
(M.A. Moran, P.L.with 3 coP.L.s); $1,002,182; 11/00-10/05.

University of Nebraska (subcontract from N.I.H.); Enzymology of the reductive acetyl-CoA
pathway; $72,484; 4/00-3/02.

Department of Energy; Global regulation in the methane-producing archaeon Methanococcus
maripaludis; DEFG02 01ER15262 (J. Leigh, P.I with 5 Co-P.1L.s.) Univ. of Georgia portion
$591,325, 9/01-9/04.

Department of Energy; Biochemistry and genetics of autotrophy in Methanococcus; DEFGO09-
91ER20269; Renewed for $380,000, 8/03-8/07.

National Institutes of Health; Proteomic analysis using FTICR/MS; (J. Amster, P.1., R.S. Phillips
and W.B. Whitman, co-P.L.s); Whitman portion, $25,000 per year (dir. cost); 12/03-11/06.

National Science Foundation; Bacterial regulation of organic sulfur cycling in the ocean: a
genomic approach; (M. Moran, PI, with 3 co-P.L.s); $481,109; 6/04-5/08
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Department of Energy; Hydrogenases of Methanococcus maripaludis; (J. Leigh, P.I with M.
Hackett and W.B. Whitman, Co-P.I.s.) Univ. of Georgia portion $433,464, 9/05-9/08.

United States Department of Agriculture; Impact of agricultural land management practices on
the composition of the soil prokaryotic community; (Whitman, PI, with M.A. Williams and
D.C. Coleman, co-P.I.s); $350,000; 9/05-8/08.

GRA Energy Research Seed Grant; Removal of inhibitory acetate and furfural from dilute acid
hydrolysates of lignocellulose by anaerobic microorganisms; $40,080; 11/06-6/07.
Renewed for $60,440; 11/07-6/08.

National Institutes of Health; Methanococcus maripaludis as an emerging model organism; 1
R24 GMO074783-01A1 (J.A. Leigh, P.I., M. Hackett and W.B. Whitman, Co-P.Ls);
Whitman portion, $244,360 (total costs, 2/07-1/11).

National Science Foundation; Microbial Observatories: functional genomic investigations of
dissolved organic carbon cycling at the Sapelo Island Microbial Observatory MCB-
0702125 (M.A. Moran, P.I.with M.G. Booth and W.B. Whitman, coP.Ls); $1,250,137;
09/15/07-09/14/12.

National Science Foundation; En-Gen: a functional genomics approach to organic sulfur cycling
in the ocean. OCE-0724017 (M.A. Moran, P.I., with R.P. Kiene and W.B. Whitman,
coP.Ls); $864,783; 10/01/07-09/30/10.

National Science Foundation; Characterizing microorganisms during ecosystem development: do

soil microbial communities show patterns of succession? DEB-0743516 (M.A. Williams,
P.I., with Kamlesh Jangid and W.B. Whitman); $111,820 (UGA portion); 08/01/08-
07/31/11.

Department of Energy; Hydrogenases of Methanococcus maripaludis; DE-FG02-05ER 15709
A002 (J. Leigh, P.I with M. Hackett and W.B. Whitman, Co-P.L.s.) Univ. of Georgia
portion $486,714, 09/01/08-08/31/2011.

Department of Energy; Hydrogen regulation and global responses to electron, carbon, and
nitrogen sources in Methanococcus maripaludis; DE-FG02-08ER64685 (J. Leigh, P.I with
N. Baliga, M. Hackett and W.B. Whitman, Co-P.L.s.) Univ. of Georgia portion $205,159;
09/15/08-09/14/2011.

National Science Foundation; Dimethylsulfoniopropionate metabolism by marine bacteria.

MCB-1158037 (W.B. Whitman, P.I., with M.A. Moran); $672,413; 09/01/12-08/31/16.

Korean Ocean Research Development Institute; Synthetic biology of methanogens for biogas
production; 65,000,000 KRW (~ $ 120,000); 05/01/2012-12/31/2013.

Joint Genomes Institute- Department of Energy, Community sequencing proposal: Genomic
encyclopedia of bacterial and archaeal type strains, phase III: the genomes of soil and
plant-associated and newly described type strains. (W.B. Whitman, P.I. with T. Woyke,
N. Krypides, H.P. Klenk, T.G. Lilburn, B.J. Beck, P. De Vos, P. Vandamme, J.A. Eisen,
G. Garrity, and P. Hugenholtz) Approval to sequence the genomes of 1000 prokaryotes.
10/01/2013-09/30/2015.

National Science Foundation; Dimensions: Collaborative Research: Bacteria taxa that control
sulfur flux from the ocean to the atmosphere. OCE-1342694 (M.A. Moran, P.1., with
W.B Whitman, R.P. Kiene, J. Birch, and C.A. Scholin); $1,356,779 ($562,867 to WBW);
01/01/2014-12/31/2019.

National Science Foundation; High resolution linkages between DOC and bacterioplankton.
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OCE-1356010 (M.A. Moran, P.I., with W.B Whitman, P. Medeiros, F. Ballantyne, and
L.J. Amster); $998,701 ($250,000 to WBW); 01/02/2014-12/31/2017.

National Science Foundation; Collaborative Research: Unraveling sulfur networks in
methanogenic archaca. MCB-1410102 (PI with Yuchen Liu [Yale Univ.]; $348,457 to
UGA; 07/01/2014-06/30/2017.

AgResearch, Palmerston North, New Zealand. Subcontract on Fast tracking of methanogen
specific inhibitors. {Ron Rominus, PI) 82,000 [NZ dollars; ~$70,000] 06/05/2013-
06/15/2016.

University of Illinois and NIH, Subcontract on Structure and function of the elongator complex
(Raven Huang, PI). $64,250 (total costs); 9/30/2014-7/31/2016.

DOE-STTR program, Carbon and energy capture from biogas for the production of biochemical
(with Goutham Vemuri, PI); $75,000 to UGA; 03/11/2016-10/22/2016.

Department of Energy; Expression of recombinant methyl-coenzyme M reductase in the
methanogenic archaecon Methanococcus maripaludis for the examination of activation
and the role of post-translational modifications; DOE-BES 056756-01 (PI with Eduardus
Duin, Auburn Univ.); $298,654 to UGA; 09/01/2017-08/31/2020.

Joint Genomes Institute- Department of Energy, Community sequencing proposal: Genomic
encyclopedia of bacterial and archaea VI: functional genomics of type strains. (W.B.
Whitman, P.I. with H.P. Klenk, D.R. Arahal, R. Aznar, G. Garrity, M. Goker, P.
Hugenholtz, and M. Pester. Approval to sequence the genomes of 10,000 prokaryotes
along with 1000 transcriptomes and 600 exometabolite surveys. 10/01/2018-09/30/2023.

ExxonMobil Research and Engineering Company; Methane production and oxidation by
recombinant methyl-coenzyme M reductase; (CoPI with Eduardus Dunn and Steven
Mansoorabadi, Auburn Univ.); $65,000 to UGA; 09/15/2019-09/14/2020.

Department of Energy; Activation of recombinant methyl-coenzyme M reductase in the
methanogenic archaeon Methanococcus maripaludis and the role of post-translational
modifications; (PI with Eduardus Duin, Auburn Univ.); $239,166 to UGA; 10/01/2020-
09/30/2023 [pending].

Research Interests:

Prokaryotes are the dominant form of life on earth, representing an enormous biomass and number
of individual cells. They are so diverse that it is misleading to give them a common name, and they
are really just what are left after the familiar plants, animals, fungi and protists are named. They
are the engines that make the biosphere and the ancestors to all modern life. Their evolution
established the central plan for the living cell. Research in our laboratory uses an integrated
approach to understand the nature of free-living prokaryotes. We believe that studying the ecology,
systematics, physiology, biochemistry, and molecular biology together provide the best
understanding for these microorganisms. Likewise, the history or evolution of an organism
provides insight into the modern organism. We have used these approaches to study the carbon
metabolism of the methane-producing archacon Methanococcus, the sulfur metabolism of the
marine alphaproteobacterium Ruegeria, and the impact of agriculture on soil bacterial
communities.



Research Articles:

Whitman, W. and F. R. Tabita (1976) Inhibition of D-ribulose 1,5-bisphosphate carboxylase by
pyridoxal 5'-phosphate. Biochem. Biophys. Res. Commun. 7/:1034-1039.

Whitman, W. B. and F. R. Tabita (1978) Modification of Rhodospirillum rubrum ribulose
bisphosphate carboxylase with pyridoxal phosphate. 1. Identification of a lysyl residue at
the active site. Biochem. 77:1282-1287.

Whitman, W. B. and F. R. Tabita (1978) Modification of Rhodospirillum rubrum ribulose
bisphosphate carboxylase with pyridoxal phosphate. 2. Stoichiometry and kinetics of
inactivation. Biochem. 77:1288-1293.

Tabita, F. R., P. Caruso and W. Whitman (1978) Facile assay of enzymes unique to the Calvin
cycle in intact cells, with special reference to ribulose 1,5-bisphosphate carboxylase. Anal.
Biochem. §4:462-472.

Whitman, W. B., C. Colletti, and F. R. Tabita (1979) Activation of spinach ribulose bisphosphate
carboxylase by pyridoxal phosphate. FEBS Lett. /07:249-252.

Whitman, W. B., M. N. Martin and F. R. Tabita (1979) Activation and regulation of ribulose
bisphosphate carboxylase-oxygenase in the absence of small subunits. J. Biol. Chem.
254:10184-10189.

Robison, P. D., W. B. Whitman, F. Waddill, A. F. Riggs and F. R. Tabita (1980) Isolation and
sequence of the pyridoxal 5'-phosphate active-site peptide from Rhodospirillum rubrum
ribulose-1,5-bisphosphate carboxylase/oxygenase. Biochem. 2/7:4848-4853.

Whitman, W. B. and R. S. Wolfe (1980) Presence of nickel in factor Fa30 from Methano-
bacterium bryantii. Biochem. Biophys. Res. Commun. 92:1196-1201.

Whitman, W. B., E. Ankwanda and R. S. Wolfe (1982) Nutrition and carbon metabolism of
Methanococcus voltae. J. Bacteriol. 149:852-863.

Ellefson, W. L., W. B. Whitman and R. S. Wolfe (1982) Nickel-containing factor F430:Chromo-
phore of the methylreductase of Methanobacterium. Proc. Natl. Acad. Sci. USA 79:3707-
3710.

Keltjens, J. T., W. B. Whitman, C. G. Caerteling, A. M. van Kooten, R. S. Wolfe and G. D.
Vogels (1982) Presence of coenzyme M derivatives in the prosthetic group (coenzyme
MF430) of methylcoenzyme M reductase from Methanobacterium thermoautotrophicum.
Biochem. Biophys. Res. Commun. /08:495-503.

Whitman, W. B. and R. S. Wolfe (1983) Activation of the methylreductase system from
Methanobacterium bryantii by ATP. J. Bacteriol. 154:640-649.

Jones, W. J., W. B. Whitman, R. D. Fields and R. S. Wolfe (1983) Growth and plating efficiency
of methanococci on agar media. Appl. Environ. Microbiol. 46:220-226.

Wood, A. G., A. H. Redborg, D. R. Cue, W. B. Whitman and J. Konisky (1983)
Complementation of the argG and hisA mutations of Escherichia coli by DNA cloned from
the archaebacterium Methanococcus voltae. J. Bacteriol. 156:19-29.

Whitman, W. B. and R. S. Wolfe (1984) Purification and analysis of cobamides of
Methanobacterium bryantii by high-performance liquid chromatography. Anal. Biochem.
137:261-265.

Wood, A. G., W. B. Whitman and J. Konisky (1985) A newly-isolated marine methanogen
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harbors a small cryptic plasmid. Arch. Microbiol. /42:259-261.

Whitman, W. B. and R. S. Wolfe (1985) Activation of the methylreductase system from
Methanobacterium bryantii by corrins. J. Bacteriology 164:165-172.

Whitman, W. B., J.-S. Shieh, S.-H. Sohn, D. S. Caras and U. Premachandran (1986) Isolation
and characterization of 22 mesophilic methanococci. System. Appl. Microbiol. 7:235-240.

Whitman, W. B. and R. S. Wolfe (1987) Inhibition by corrins of the ATP-dependent activation
and CO; reduction by the methylreductase system in Methanobacterium bryantii. J.
Bacteriol. 169:87-92.

Bowen, T. L. and W. B. Whitman (1987) Incorporation of exogenous purines and pyrimidines by
Methanococcus voltae and isolation of analog resistant mutants. Appl. Environ. Microbiol.
53:1822-1826.

Xing, R. Y. and W. B. Whitman (1987) Sulfometuron methyl sensitive and resistant acetolactate
synthases of the archaebacteria Methanococcus spp. J. Bacteriol. 169:4486-4492.

Whitman, W. B., S. H. Sohn, S. U. Kuk and R. Y. Xing (1987) Role of amino acids and vitamins
in nutrition of mesophilic Methanococcus spp. Appl. Environ. Microbiol. 53:2373-2378.

Shieh, J. S. and W. B. Whitman (1987) Pathway of acetate assimilation in autotrophic and
heterotrophic methanococci. J. Bacteriol. 169:5327-5329.

Franklin, M. J., W. J. Wiebe and W. B. Whitman (1988) Populations of methanogenic bacteria in
a Georgia salt marsh. Appl. Environ. Microbiol. 54:1151-1157.

Shieh, J. S. and W. B. Whitman (1988) Acetyl Coenzyme A Biosynthesis in Methanococcus
maripaludis. J. Bacteriol. 170:3072-3079.

Shieh, J. S., M. Mesbah and W. B. Whitman (1988) Pseudoauxotrophy of Methanococcus voltae
for acetate, leucine, and isoleucine. J. Bacteriol. /70:4091-4096.

Wood, A. G., W. B. Whitman and J. Konisky. (1989). Isolation and characterization of an
archaebacterial virus-like particle from Methanococcus voltae A3. J. Bacteriol. 171:93-98.

Mesbah, M., U. Premachandran and W. B. Whitman (1989). Precise measurement of the G+C
content of deoxyribonucleic acid by high-performance liquid chromatography. Inter. J.
System. Bacteriol. 39:159-167.

Schauer, N. L. and W. B. Whitman (1989) Formate growth and pH control by volatile formic
and acetic acids in batch cultures of methanococci. J. Microbiol. Meth. 70:1-7.

Mesbah, M. and W. B. Whitman (1989) Measurement of deoxyguanosine/thymidine ratios in
complex mixtures by HPLC for determination of the mole % G+C of DNA. J.
Chromatogr. 479:297-306.

Devereux, R., S.-H. He, C. L. Doyle, S. Orkland, D. A. Stahl, J. LeGall and W. B. Whitman
(1990) Diversity among Desulfovibrio species determined by comparative 16S and 23S
sequence analysis. J. Bacteriol. /72:3609-3619.

Ladapo, J. and W. B. Whitman (1990) Method for isolation of auxotrophs in the methanogenic
archaebacteria: role of the acetyl-CoA pathway of autotrophic CO; fixation in
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